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Abstract:

The first tale is of a modified form of 'designed’ Hidden Markov Models
for multi-domain proteins to identify the domain fold classes and their
probable boundaries. While the second tale is of a combination

of multi-alignment, profile and statistical approaches to identify
'sighature’ protein domains or blocks that suggest a major
evolutionary event nearly 2.2 Gyrs ago.

The seminar is co-hosted by Professor Peter Clote of Boston College's Biology and Computer Science
Departments and MIT Professor of Applied Math Bonnie Berger. Professor Berger is also affiliated with
CSAIL & HST.
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